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Pe3tome
BBeaeHue. DMnoBupyChl, aCCOLMUPOBaHHbIE C pa3nUyHbIMKU BUugamu KpbinaHos (Chiroptera: Pteropodidae), Tpa-
OMLIMOHHO paccMaTpuBaloOTCA Kak NoTeHuManbHble Bo3byauTeny reMopparm4eckmx imxopagok ¢ anmaeMmyeckum
noteHumanom. Bo3byautenu nuxopagok 36ona n Mapbypr nepmoamyeckn Bbi3blBalOT cnopagunyeckue cnyyam m
anmaemMmyeckme BCMbILKM B cTpaHax Adpukn. OTKpbITME B NocredHne rofabl HOBbIX (OUNOBUPYCOB, CBA3AHHbIX C
pYyKOKpbInbiMu B KOxxHOM 1 KOro-BoctouHow Asum, obycnoenmeaeT He0OXOAMMOCTb U3YYEHUS] UX FTEHETUYECKOro
pa3Hoobpasns 1 naToreHHoro noteHuunana.
Llenb pabotbl. /3yyeHne reHeTuyeckoro pasHoobpasunsi U NaToreHHoro noTeHumana HoBbiX OMIIOBMPYCOB, ac-
CO-LIMMPOBAHHbIX C PYKOKPbINbIMU, HA OCHOBE AaHHbLIX NUTepaTypsl.
MaTepuanbl u meTtoabl. O630p OCHOBaH Ha aHanu3e nybnukauui, NOCBALLEHHbIX BbIBIIEHNIO U MOMEKYNAPHON
XapakTepucTuke HOBbIX (DUNOBUPYCOB, OBHAPY>KEHHBIX B Pa3HbIX reorpadmnyecknx permoHax, ¢ akLueHToM Ha du-
NOBMPYChI, aCCOLMMPOBaHHbIE C KpbinaHamu, B KOxHow 1 KOro-BoctouHon Asnum. MpoaHanvanpoBaHbl cBEAEeHUS
06 oBHapy>xeHun BUPYyCOB, OpraHn3aLmm Nx reHOMoB, TaKCOHOMUYECKON Knaccuukaumm n akcnepumMmeHTanbLHowm
OLieHKe BMONOrMYecknx CBOMCTB.
PesynbTtatbl. B nocnegHune rogbl BoisBEH psia HOBbIX (PMNOBUPYCOB B TKAHAX KPbINaHOB, OT/IOBMEHHbIX B pas3-
HbIX pernoHax HOxHom u KOro-BoctouHon Asun. Bupyc MeHrna 6bin 06HapyXeH B TKaHsIX NevYeHu NeTy4mx co-
6ak (Rousettus spp.), OTNOBMNEHHbIX B oKpyre MeHrna npouHumn KOHbHaHb Kntanckon HapogHown Pecny6nuku.
B cBA3M C BbICOKMM YpPOBHEM reHEeTUYecKkon avBepreHuun Bupyc MeHrna oTtHeceH k HoBoMy pogy Dianlovirus
B cocTaBe cemencTsa Filoviridae. HecMOTpsi Ha OTCYTCTBME BbIAEMNEHHOIO XWBOIO M30MATa, SKCNepUMeHTarb-
Hble UccrnegoBaHusi C UCMOMNb30BaHMEM XUMEPHbBIX MUHUTEHOMHbIX CUCTEM U BUPYCONOA0OHbIX YacTu1L, yKasbiBaoT
Ha BO3MOXHbIN Tponuam Bupyca MeHrna K TKaHAM pasnnyHbiX NO3BOHOYHBIX XXUBOTHBIX, BKOYasa Yenoseka. 3a-
kntoveHue. MNpeacrtasuTtenn cemencrtea Filoviridae WMPOKO pacnpocTpaHeHbl B Npeaenax apeana nx npupoa-Ho-
ro pesepByapa KpbiflaHoB (cemencTBo Pteropodidae) n, BO3MOXHO, NETy4nx Mblllen Ha TeppuTtopumn KOxHON u
lOro-BocTouHom Asnm, Bkntovas BUPYChbl, 3BOMOLMOHHO POACTBEHHbIE BUupycam dbona n Mapbypr. HecmoTps Ha
OTCYTCTBME [OKYMEHTUPOBAaHHbIX Crly4yaes 3abonesBaHuii Yenoseka, Bbl3BaHHbIX BUpycom MeHrna v Apyrummn He-
[aBHO BblIIBIEHHLIMW (DUMOBMPYCaMU, COXPaHAETCH BEPOSITHOCTb MEXBUAOBOWN nNepeaayv U BO3HUKHOBEHUS HO-
BbIX (OUMOBUPYCHBIX MHPEKLNIA B SHAEMUYHBIX PErMOHAX.
KnioueBble cnoBa: supyc MeHana; ¢hunosupyc; cekgeHuUpogaHue HyKIeuHo8bIX Kucrom; nocnedosameribHoCmb
2eHoMa; PyKOKpbIbIe; pesepayap (huriosupycos
Ons uuntnpoBaHus: Cusmkosa T.E., Jlebenes B.H., bopucesuy C.B. Bupyc MeHrna (Filoviridae: Dianlovirus). Boripo-
cbl supyconoauu. 2026; 71(1): 7-12. DOI: https://doi.org/10.36233/0507-4088-356 EDN: https://elibrary.ru/agykbe
®uHaHcHMpoBaHue. ABTOPbI 3asIBMSIIOT 06 OTCYTCTBUM BHELLUHErO (hyHaHCUPOBaHUS NpW NPOBEAEHWUN UCCNEA0BAHNS.

KoHnUKT MHTepecoB. ABTOpPLI eKNapupyoT OTCYTCTBME SIBHBIX U MOTEHLMATbHBIX KOH(IMKTOB UHTEPECOB, CBSA3aH-
HbIX C NyBrnvkauuern HacTosLel cTaTbi.
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Abstract

Introduction. Filoviruses associated with various species of pteropodid bats (Chiroptera: Pteropodidae) are
traditionally regarded as potential causative agents of hemorrhagic fevers with epidemic potential. The known
agents of Ebola and Marburg fevers periodically cause sporadic cases and epidemic outbreaks in African countries.
Recent discoveries of novel filoviruses associated with pteropodid bats in South and Southeast Asia highlight the
necessity to investigate their genetic diversity and pathogenic potential.

The aim of this study was to investigate the genetic diversity and pathogenic potential of new filoviruses associated
with bats, based on literature data.

Materials and methods. This review is based on an analysis of published literature describing the detection and
molecular characterization of novel filoviruses identified in different geographic regions, with a particular focus on
filoviruses associated with pteropodid bats in South and SoutheastAsia. The analyzed studies include data on virus
discovery, genome organization, taxonomic classification, and experimental assessment of biological properties.
Results. Several novel filoviruses have been identified by metagenomic RNAsequencing of tissues from pteropodid
bats captured in South and Southeast Asia. Among them, Mengla virus was detected in tissues of pteropodid bats
(Rousettus spp.) captured in Mengla County, Yunnan Province, People’s Republic of China. Owing to a high level of
genetic divergence, Mengla virus was classified as a representative of a new genus, Dianlovirus, within the family
Filoviridae. Although a live isolate of Mengla virus has not yet been obtained, experimental studies using chimeric
minigenome systems and virus-like particles suggest that the virus may exhibit tropism for tissues of various
vertebrate hosts, including humans.

Conclusion. Members of the family Filoviridae are widely distributed within the geographic range of their natural
reservoir—pteropodid bats—across South and Southeast Asia, including viruses evolutionarily related to Ebola and
Marburg viruses. Although human disease caused by Mengla virus and other recently discovered filoviruses has
not been documented, the potential for cross-species transmission and the emergence of novel filovirus infections
in endemic regions remains.

Keywords: Mengla virus; filoviruses; sequencing of nucleic acids; sequence of genome; bats; natural reservoir of
filoviruses
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BBenenne

3aboseBaHus], acCOIMHMPOBAHHBIE C (DHIIOBHpYCAMH
MapOypr u D60ma (cemeiictBo Filoviridae), npeacTrasis-
0T CEPhE3HYI0 YIpOo3y IS 37[paBOOXPAaHEHHUS BCIIEJCTBHE
BBICOKOI1 JIETaJIbHOCTH M CTIOCOOHOCTH BBI3BIBATh IHE-
MuYeckue Berblky [1, 2]. C MOMEHTa OTKPBITHS BUpYCa
MapOypr B 1967 1. u Bupyca D6oma B 1976 . HEoqHO-
KpaTHO PErHCTPHPOBAINCEH BCIIBIIIKHA T€MOPPAarn4eckKux
JIUXOPAZIOK, TIABHBIM 00pa3oM Ha Tepputopun AQppHuKaH-
CKOTO KOHTHHEHTA, CO CITyJasiMH 3aB03a BHpYCa OOIBHBI-
MU MenuiuHCKuMHU pabotHmkamu B Empomy m CHIA
[1-3].

CewmeiictBo Filoviridae w3HayanbHO OBUIO OpTaHU-
30BaHO Ha OCHOBE OOBEIMHEHHS PONOB, COOTBETCTBY-
omux BHpycaM MapOypr (Marburgvirus) u D0ona
(Ebolavirus), Ha ocHOBE OOIMX MOPQOIOTHIECKUX
XapaKTepUCTHK W THIA U CTPYKTYpHI TeHoMa (OJHOHHM-
teBas PHK orpunarensHoit momspHoctH — ss(—)RNA).

8

Ha ocHOBe 3THX € T'€HOMHBIX XapaKTEPUCTHK CeMei-
CTBO BOIIWIO B OTpsiy Mononegavirales — ofivH U3 4eThI-
pex orpsmoB (Order, TAaKCOH BBIIIE CEMEHCTBA), CYIIE-
CTBOBAaBIIIMX B TO BpeMs. B Hacrosiee Bpems, B CBA3U
C Pa3BUTHUEM MOJCKYISIPHO-TCHETUUECKUX U 3BOJOIIU-
OHHBIX TOJXO/IOB, TAKCOHOMHsI CeMelcTBa ObLia 3HAYH-
TENIBHO PACIIUPEHa, YTOYHCHA W MMEET CIIEAYIOIIEe IM0-
noxenue: Riboviria: Orthornavirae: Negarnaviricota:
Monjiviricetes:  Mononegavirales:  Filoviridae. Pon
Orthomarburgvirus (panee Marburgvirus) BKITIOYaeT
nmBa Buma, pon Orthoebolavirus (panee Ebolavirus), ce-
TO/HA BKIIIOYAET MIEeCTh BUJOB (Tadu. 1). BonbmmHCTBO
MapOypri  300TaBUPYCOB OKOJIOTHYECKH, MO-BHIMMO-
My, CBSI3aHBI C (DPYKTOSITHBIMU KpPbLIAHAMU PA3HBIX BH-
noB (Chiroptera: Pteropodidae), oburaronmux B Adpuke
U AsuarckoM pervoHe. VICKITIOUeHHEM SIBISICTCS BUPYC
bombGamu (Orthoebolavirus bombaliense, Bombalivirus),
PHK xotoporo Obiia oOHapykeHa y OyJIbJOrOBBIX Jie-
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Tyunx Mbled  (Mopscondylurus) B Coeppa-Jleone
B 2018 r. [To3anee k cemeiicTtBy Filoviridae OpI1 OTHECEH
HOBBIH pox Cuevavirus, IpeficTaBlIeHHbII BupycoMm Jlo-
BU (Lloviuvirus), KOTopsIii ObUT OOHAPYKEH B MaTepHaiax
n3 Kononun nmasmux B 2002 . oco0eid ATMHHOKPHLTa OOBIK-
HOBeHHOTO (Miniopterus schreibersii) B Ucnanuu [3-7].
Takum 00pazoM, GUITOBUPYCHI MOTYT OBITH AKOJIOTUYECKU
CBSI3aHBI HE TOJNBKO C Pa3HBIMHU BHIAMH KPBIIaHOB (PpyK-
TOSIIHBIE JIETYYHe JINCHIIBI WITH JIETy4re COOaku), HO B X
[UPKYJISLNH, BEPOSTHO, TAKIKE MOTYT IPUHAMATh Y4acThe
OIIpe/IeIIEHHBIE BU/BI JIETYIHNX MBIIIEH.

B Hacrosiee Bpems B coctaB cemeiictsa Filoviridae BXo-
IUT 9 pOIOB BUPYCOB, OOHAPYKEHHBIX B ApHKe U A3HH,
13 KOTOPBIX TOJIBKO 3007an MapOyprBHPYCHl H30JIMPOBa-
Hbl OT 4enoBeka. PHK pasnuunbix ¢unoBupycos Obuia
BBISIBJICHA y 8 BUZOB PYKOKPBUIBIX, OOMTAIOIINX B Pa3HBIX
pernonax Adpuku, Asun u EBporsr (Tabn. 1) [3, 6, 8—10].
Kpome 3toro, eme y 8 pa3nu4YHbIX BUIOB KPBUIAHOB OBI-
71 oOHaApy>KEHBI BUpyccrenubuieckue anturena [9—15].
B T0 e BpeMs 0T 3THX JKUBOTHBIX OB BBIJIEJIEH TOJIBKO
OJIVIH JKMBOH M30JIAT (hrstoBUpycoB (Bupyca MapOypr, ac-
COLIMMPOBAHHOTO CO BCITBIIIKOIM reMOpParnuecKoi JIMxo-
paaku cpeau maxTepoB B Yrauzae B 2007 ) [16]. B atoit
CBSI3M BOIPOC O MPHUPOAHOM pe3epByape (hHUIOBHUPYCOB
B IIpUpoJie TpeOyeT AaabHEHIINX UCCIIENOBAHUI.

Heap 0030pa — n3ydeHne TEHETHIECKOTO pPa3HOoOpa-
3Ud U MAaTOTeHHOTO MOTEHIMalla HOBBIX (DMIOBHPYCOB,
ACCOIIMUPOBAHHBIX C PYKOKPBUIBIMH, Ha OCHOBE JJAHHBIX
JUTEpaTypEHI.

®unosupycsl B FO:xkHoii u FOro-Bocrounoii A3nn

B Azun nupkynsmyst GUroBHpycoB ObLIa BIIEpBEIE OTTH-
caHa Ha OCHOBE BBISBJIICHHUS aHTUTEI K HyKJI€OPOTEMHAM
(NP) u mmuxoniporennam (GP) Bupyca 3601a y HOUHBIX
KpBUIaHOB (JleTydne cobaku, Rousettus amplexicaudatus)
Ha Omomnuaax B 2010 1, Torga kak o0pasubl 5 IpyTrux
HCCJICIOBAaHHBIX BUIOB KPbUIaHOB U 10 BUIOB JETy4UX
MEIIIeH ObUTH OTpUmaTeNbHEI [13]. AHTHUTENA K BHPYCY
Pecton u ero PHK Ttakske ObliM BBISBIEHB! Y KPBUIAHOB,
cBuHel u padotHukoB ¢hepm B banrnanem [10]. B Kuraii-
ckoit Hapoanoit Pecrryonuke (KHP) anTurena, pearupy-
IOIMe C aHTUTEHOM BHUpyca D0ona, ObUTH 0OHAPYKEHBI
Yy HECKOJILKMX BHJIOB PYKOKPBIIBIX B 2012 1. [17].

PaboTbl Mo BBIABICHHIO (DUIOBHPYCOB B Pas3IIMYHBIX
BUaX KPBIIAHOB, MPOBEJCHHBIE C UCIIOIb30BaHUEM Me-
TareHOMHOTO CEKBCHHPOBAHMUSA WJIH YHHUBEPCAIBHBIX
npaiimeposs KHP, nmpusenu x onucanuro paHee Heus-
BECTHBIX (PUIOBHPYCOB, 00JIaIAI0IINX 3HAYUTEIHHOM 11~
BEpreHIMel ¢ U3BECTHBIMU BUJAMH U POIAMHU, TUPKYIHU-
pytommMu B Adpurke. BeisiBieHHbIE BUPYCHI OBUTH TON-
HOTEHOMHO OIHMCaHbl U c(POPMHUPOBATIM TPH HOBBIX pojia
BHYTpHU cemeiictBa Filoviridae: Dianlovirus, Striavirus
u Thamnovirus, IPOTOTUITHBEIMHA TIPEICTABUTENSIMHU KOTO-
pBIX ABIAOTCA BUpychl Mennia, Kennanr u XyHrmxuao
COOTBETCTBEHHO (Tabu. 2) [3].

Bupyc Menrna: BeisiBiIeHue
H MOJICKYJISIDHO-TEHETHYECKAsl XapaKTepUCTHKA

Bupyc Menra Ob11 0OHapy>KeH MU IPOBEICHUN CKPH-
HUHTOBBIX HCCIIEOBAHUI 00pa3ioB OPraHoOB (KUIIECIHHK,

OB30PbI

Tadauua 1. CoBpemeHHas TakcoHOMHUs ceMeiicTBa Filoviridae
Table 1. The modern taxonomy of the family Filoviridae

Pon Bun IIporoTunHsi BUpyC
Genus Species Prototype virus
Cuevavirus Cuevavirus lloviuense Lloviuvirus [LLOV]
Dianlovirus Dianlovirus Déhéngvirus [DEHV]
dehongense
Dianlovirus Menglavirus [MLAV]
menglaense
Loebevirus Loebevirus percae LOtsfﬁll?Er\%]/lrus
. . Oberlandvirus
Oblavirus Oblavirus percae [OBLV]
Orthoebolavirus Orthoebolavirus Bombalivirus
bombaliense [BOMV]
Orthoebolavirus Bundibugyovirus
bundibugyoense [BDBV]

Orthoebolavirus

Restonvirus [RESTV]
restonense

Orthoebolavirus

Sudanvirus [SUDV]
sudanense

Tai Forestvirus
[TAFV]

Orthoebolavirus
taiense

Orthoebolavirus

. Ebolavirus [EBOV]
zairense

Marburgvirus
[MARV] u Ravnvirus
[RAVV]

Xilangvirus [XILV]
Tapajosvirus [TAPV]

Orthomarburgvirus

Orthomarburgvirus marburgense

Striavirus Striavirus antennarii

Tapjovirus Tapjovirus bothropis

Thamnovirus

Thamnovirus
kanderense

Kandervirus [KNDV]

Thamnovirus percae  Fiwivirus [FIWIV]
Huéngjiaovirus
[HUJV]

Thamnovirus
thamnaconi

JIETKWE W MO3T), MOJYYEHHBIX OT KPBUIAHOB Rousettus
leschenaultii (Chiroptera: Pteropodidae), OTIOBICHHBIX
B npoBuHIK FOHRHAHE KHP B 2013 1. Bupyc 6511 06Ha-
pPY’)KEH METOJOM METAareHOMHOI0 aHainu3a, a TaKxKe
C HCIIONIb30BAHNUEM POIOCHENM(YUIECKIX YHUBEpPCAIb-
HBIX TpaliMepoB K KOHCEPBATHBHBIM ydJacCTKaM T€HOMa
[19]. TlonmyueHHble YacTHUYHBIE T€HOMHBIE TOCJIEIOBA-
TEBHOCTH MMEJH CXOACTBO C Pa3IMYHBIMHU I'€HAMH BH-
pyca Jlnosu, Bupyca Cynan, neca Tait'. [TonbsITkH BbIIE-
JieHus1 OMOJIOTMYECKU aKTHBHOTO BUpYycCa B KJIETKax Vero
E6 okazammcek Ge3ycnemrHsiMH. B wtore reHoM HOBOTO
BHpyca ObUT aMIUTM(DUIMPOBAH M MPAKTHIECKH IOITHO-
CThIO CEKBCHUPOBAH. Pe3ynbTarsl FTeHETHYECKOTO aHaAIH-
3a (32—-54% cxokecTH P CpaBHEHHH TTOJTHBIX TEHOMOB)
MO3BOJIMJIM BBIJICINTH BHPYC MEHIIIa B CaMOCTOSTENb-
HBI poj, MONYyYMBIIMK HaszBanue Dianlovirus, B co-
craBe cemeiictBa Filoviridae. Ha nenmporpammax, mo-
CTPOEHHBIX HA OCHOBE PA3JIMYHBIX OCJIKOB WM TTOJIHBIX
T€HOMOB, BUpyc Menrna (pon Dianlovirus) dpopmupyer
OTAETbHYIO BETBb, PACIOJIOKEHHYIO MEXIy BUPYCaMHU
ponoB Orthomarburgvirus u Orthoebolavirus [18-20].

ToctynHo — 110:
Techapp1.pdf

http://wwwnc.cdc.gov/EID/article/21/9/15-0260-
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Ta6mmua 2. T'on, MecTo U HCTOYHHK BBIIENICHHS WIH 0OHAPYKEHHS Pa3IHIHBIX (PHIOBHPYCOB

Table 2. Time, place and source of isolation or detection of different filoviruses

Crpana, B KOTOPOIi BIIepBbIe VIcTOUHMK BBIIETICHHS
Pon Bupyc Ton BeLsIBICHUS ObLT OOHApPYKEH BO30YIUTENb BO30yIHTEINS
Genus Virus Year of detection Country of first isolation Isolation source
of pathogen of pathogen
Mapoypr 1967 Tepmanus™
. Marburg Germany
Orthomarburgvirus Vrana
TaH]
Ravn 2007 Uganda Yenosex
J6ona-3aup 1976 3aup (JP Kouro) Human
Zaire Zaire (DRC)
960sa-Cynan Cynan
Sudan 1976 Sudan
D6ona-Pecton 1989 CIIA* Husiime npumarst
. Reston USA Monkeys
Orthoebolavirus
Jleca Taun 1994 Yranna
Tai Forest Uganda Yenosek
Bynaubsiro 2007 Vranga Human
Bundibugyo Uganda
Bombanu 2018 Coeppa-Jleone
Bombali Sierra Leone
Cuevavirus HHOEH 2003 HC“‘“,*”’I
Lloviu Spain
. . Menrna PykokpslLibie
Dianlovirus Mengla 2015 Bats
L Kcnnanar KHP
Striavirus Xilang 2017 China
Thamnovirus )gHm)KKaO 2017
uangjiao

IIpumeuanne. D60maBupychl 1 MapOyprBUPYChI, BBI3BIBAIOIME IeMOPPArHYECKUEe JIMXOPAAKU YEJIOBEKa, BBIICICHBI MOTYKUPHBIM HipudTom [18];

* — 3aBO3HBIE CIIy4aH B HEOHJEMHYHBIX 10 BO3OYIUTEIIO PErHOHAX.

Note. Ebolaviruses and Marburgviruses causing hemorrhagic fever in humans are highlighted in bold [18]; * — imported cases in regions where the

pathogen is not endemic.

CrpykTypa reHoMa Bupyca MeHINa SBISETCS Xapak-
TepHOU st punmosupycoB. PHK-renom oTpuriarensHoON
nossipHOCTH (sS(—)RNA) ¢ THIHYHBIM A1 PUIOBUpPYCOB
pacIoio)keHHeM M cocTaBoM reHoB NP-VP35-VP40-
GP-VP30-VP24-L. Bmecte ¢ TeM Bupyc MeHma umeer
crienupUIecKie OTIMYUS B YHUCIE NEPEKPBHIBAIONIIXCS
TCHOB U JAMBEPI€HTHOU CTPYKTYpEe TPAHCKPUIILIKMOHHOMN
TEpMUHAJIBHOM TMOCIeI0BaTeIbHOCTU. B oTiinuue ot Bu-
pycos D6ona u JInosu, ren GP Bupyca MeHrna konupyer
Tosibko oguH GP [18].

HecmoTps Ha OTCYTCTBHE KHBOTO M30JsTa, OBIJIO TO-
Ka3aHo, YTO BUPYC MeEHINIa peIUIMKaTUBHO KOMIIETEHTEH
B MHUHHUICHOMHBIX CHCTEMAax, COMACpPKaIlUX JHUACPHbIE
W TpeHJIepHBIE IOCIENOBATeIFHOCTH BHpPYcOoB J0oma
u Map6ypr [20]. GP Bupyca Menrina cnocodeH obecre-
YUBAaTh TPAHCAYKIMIO B KIJIETKaX YelOBeKa, IMPUMAaToB,
co0ak, XOMSKOB ¥ PYKOKPBUIBIX, YTO YyKa3bIBaeT Ha
HIMPOKUI KIIETOYHBIM TPONM3M U MOTEHUHUAIBHYK BO3-
MOXXHOCTb MEXBHJIOBOH mepenauun [21]. Kak u apyrue
¢unoBupycel, Bupyc MeHTIa ucrons3yer 0eok Hetima-
Ha—[Iuka (NPC1) B kauecTBe KIIIOUEBOTO PEIENTOpa s
MMPOHMKHOBEHUSI B KieTky [20, 22, 23].

JanpHele MOHUTOPUHTOBBIE MCCIIEIOBAaHUS MaTe-
pHANIOB, COOPaHHBIX OT PA3IUYHBIX BUAOB PYKOKPBLIBIX
B 2009 u 2015 rr, mokaszaiu IIUPOKOE PpacripocTpa-
HEHUE BBIABICHHBIX (IIIOBHPYCOB HA TEPPUTOPUU
KHP (o0pa3ubl coOpaHbl B JOKALHAX, Pa3deICHHBIX

10

6omnee yem 200 kMm). B oOpasmax OT KpbLJIAaHOB BHIOB
Eonycterisspelaea n Rousettus sp. ¢ TIOMOIIBIO KOJIHYeE-
CTBEHHOH nonmmMepasHoil nienHoi peakiuu (I1LIP) Obin
OIpe/iesieH TKAaHEBOW TPOIU3M ATOW TPYHIIBI (PUIOBHPY-
coB. Yarie Bcero u B HanOONbIIEM TUTpe BUpyc MeHrna
1 POJACTBEHHBIE €My BHPYCHI OOHapyXHBaJIH B 00pa3-
nax TkaHeu serkux. Bupycnyto PHK onpenensinu Tak-
ke B mpobax KpoBu (2 oOpasia) M B JPYTHX OpraHax
1 TKaHAX KUBOTHBIX. [Ipu 3TOM THTp BHpyca (Ha OCHOBE
[1LIP) 6b11 Ha 1-3 mOpsiAKa BBIIIE, YeM B IPYTHX OpraHax
(TIeueHb, TOUKH, CEIe3eHKA, KUIIICYHHK, CEPIIIE, KPOBb).
[lomy4yeHHble pe3yabTaTbl CBUAETENBCTBYIOT O TOM, YTO
IPEANOYTUTENBHBIM OPraHOM-MHILEHBIO JJI1 BUpyca
MeHriia SBISIFOTCSI IMEHHO Jierkue (TadJ. 3).

3akirouenue

Takum oOpa3oM, maHHBIE, TMONXy4YeHHBIE B TIOCIEA-
HHE€ TOJbl, CBUICTEIHCTBYIOT O 3HAUHUTEIHHOM T€He-
THYECKOM pPa3sHOOOpa3uu M INHPOKOM PacHpocTpa-
HeHnn (umoBupycoB cpenn kpoutanoB (Chiroptera:
Pteropodidae) B pa3HBIX perHoHax MHpa, BKIIOYas
peruonsl HOxuo# u IOro-Bocrounoit Aszuu. Beisis-
JeHUe HOBBIX pOJOB ceMmelicTBa Filoviridae, BKITIO-
yas Orthodianlovirus, mogaepkuBaeT He0OXOJUMOCTh
JaJbHEHIINX UCCIIEAOBAaHUI OMOJIOTHYECKUX CBOWCTB
M DBOJIOIMOHHBIX CBA3EH 3THX BHUPYCOB. XOTA pe-
3epByapoM (IIIOBHPYCOB B IPUPOJIE ABIAIOTCA KpblIa-
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OB30PbI

Taéauua 3. Pesynbrars! BeisiBienust PHK 1 anTurena gpuiioBupycoB y pa3JIMuHbIX BUJOB PYKOKPBUIBIX, HOMMaHHbIX B TpoBuHLMH FOHbHAHB, KHP
B 2009 u 2015 rr. ¢ momomipto pazanynasix Moaudukanuii [TLP, ummyHopepmentroro ananuza (MDPA) u ummynoobnora [17, 21]

Table 3. The results of detection of RNA and filovirus antigens in bats of different species captured in Province Yunnan, China in 2009 and 2015

by different modifications of PCR, ELISA and immunoblot analysis [17, 21]
Brsinenne PHK BrisiBiieHE crIEU(PUYESCKUX aHTUTEI
(bHTOBHpYCOB K BUpyCy D0oma (4acTtoTa BhISBICHHS
Ton, mecsn Detection of filovirus B Hquax) .
BEISIBJICHHS MecTo oTIIoBa RNA Reveal of specific antibodies against Ebola
Time JMETYunX MbIiIeH BI’II]13 P%’KOKP.HHHX virus (Freguency of reveal)
of detection Place of bat capture atspecies DA HmmyHOOIOT
ear, month OT-IILIP-PB TILIP ELISA Immunoblot
0 1 qIIIL
RT-qPCR qPCR 3aup Pecton 3aup Pecton
Zaire Reston Zaire Reston
2009 . JIDKMHXOHT, OKpYT Myotis ricketti 0/27 1/27
Hosi605 Cuiryans6aHHa E . y d
Nowor o Jinhong, onyerens spefaca an 10/43 5/43 6/43 2/43
Xishuanbanna County ousettus sp.
2015 Asellis stoliczkanus 0/15
Hexabpb Oipyr Meiiria Eonycteris spelaea and
December Mengla County Rousettus sp. 5/42 10/42 14/25 7/25 11/25 4/25

Mpumeuanne. I[P — konnuecTBeHHas noauMepasHas nennas peakius; OT-IIL[P-PB — nonnmepasHas nenHas peakiys ¢ 00paTHONW TPaHCKPUIILIUEH

B PEXHME PEaTbHOTO BPEMEHH.

Note. gPCR — quantitative polymerase chain reaction; RT-qPCR — real-time reverse transcription polymerase chain reaction.

HBI U, BO3MOXXHO, HEKOTOPBIC BUIBI JCTYUYHX MBITIEH,
9Ta rpyIa BUPYCOB 00NagaeT BEHICOKUM MOTESHIIHAIOM
MEXBHUJIOBOH Mepenaud ApPYrdM BHUJIaM MJIEKOIHUTAIo-
LIUX, BKJIIOUYas 4yeaoBeka. Bupyc MeHrna neMoHCTpu-
PYET TPOMH3M M BO3MOXKHOCTH HAKOIUICHUS B TKaHAX
JETKUX KPBUIAHOB, YTO CIIOCOOCTBYET BOSHHKHOBEHUIO
BAPHUAHTOB, CIIOCOOHBIX TIIEPENaBaThCs PECIUPATOP-
HeIM TyTeM. O6cnenoBannsie B KHP Buasl kpruiaHoB
ABIAIOTCS (PPYKTOATHBIMH W TOTSHIIMAIBHO TaKKe
MOTYT Y9aCTBOBAaTh B KOHTAMHHAIIUU (PYKTOB W IIPHU-
BOJUTH K HHPHUIIUPOBAHUIO KOHTAKTUPYIOIIHUX C HUMU
JKUBOTHBIX W 4enoBeka. B 3Toil cBi3u ocoboe 3Haue-
HHE WMEET MPOBEICHWE MOHUTOPHWHTA (DHIOBHPYCOB
B peruoHax, reorpaduyecku 6au3kux k Poccuiickoi
depepanuy, ¢ YY€TOM MUIPALUOHHON aKTUBHOCTH
PYKOKPBUTBIX W TMOTCHITMATBEHONH CIIOCOOHOCTH HOBBIX
(hunoBUpPyCOB K MEKBHUAOBOM Mepeade IpyruM BUAAM
MJICKOTTUTAIOIIHX.
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